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Fig.1 SEQ ID NO:1. Arthrobacter hsp70 DNA sequence (5' to 3*), 2464 nt including 6' and 3* 
UTR. The predicted ORF (nt 291-2156) is underlined 



CTGCGAATGTCCACGTGGTGCGTGCAGTGATGCGCTTGAAGGGCATCGCACCGCGCTGAA 
CCGGGTTCGACCCGGTCCCACTGAGTTCGCCAACTGAGTGGGACAAGCCCGTTCTGTCCC 
AGTCACGCGGTCGACTCAGTGGGACCACGCCGCAGCGCGATCGATGGTCGCCGCACAGC 
TTTTTCCAAAGTTGAGCACAGGTGGCTCAACITAGACTT 

AAAGTTGATATCAGAACACTCAACITGTAAGAAATCCCGAAAGGAAAAAACM 

TGCAGTAGGCATCGACCTCGGAACCACCAACTCGGTGGTTTCCGTCCTCGAAGGCGGCGA 

GCCCGTCGTCATCGCGAACGCCGAAGGCGGCCGCACCACCCCCTCAGTCGTCGCGTTCTC 

CAAGAGCGGTGAAGTCCTGGTCGGCGAAATCGCCAAGCGCCAGGCCGTCAACAACATCG 

ATCGCACCATCGCCTCGGTCAAGCGCCACATGGGCACCGACTGGACCGTCGGCATCGACG 

ACAAGAAGTACACCGCGCAGGAAATCTCCGCCCGCACCCTGATGAAGCTCAAGAACGAC 

GCCGAGTCCTACTTGGGCGAAAAGGTCA CCGACGCGGTGATCACGGTTCCTGCCTACTTC 

AACGACGCCGAGCGCCAGGCCACCAAAGAAGCCGGTGAGATCGCCGGCCTGAACGTGCT 

GCGCATCGTCAACGAGCCCACTGCGGCGGCGCTGGCCTATGGCTTGGACAAAGGCAAAG 

AAGACGAACTCATCCTGGTCTTCGACCTCGGTGGCGGCACCTTCGACGTCTCGCTGCTGG 

AAGTCGGCAAAGACGACGACGGCTTCTCCACGATCCAGGTCCGCGCCACCTCCGGCGAC 

AACCGCCTGGGCGGCGACGACTGGGATCAGCGGATCGTCGACTACTTGCTGAACCAGCTC 

AAGGTCAAGGGCATCGACCTCTCCAAGGACAAGATCGCGCTGCAGCGTCTGCGCGAAGC 

TTCCGAGCAGGCCAAGAAGGAACTCTCCTCGGCCACCAGCACCAACATCTCGCTGCAGTA 

CCTCTCGGTCACCCCTGACGGTCCGGTGCACTTGGACGAGCAGCTGACCCGGGCGAAGTT 

CCAGGAACTGACCGCTGATCTGCTCGAGCGCACCAAGAAGCCGTTCCAGGACGTGATCGC 

CGAGGCCGGGATCAAGGTTTCCGACATCGACCACATCGTGCTGGTC GGCGGTTCCACCCG 

GATGCCCGCAGTGACCGAATTGGTCAAGCAGCTGGCCGGTGGCAAGGAGCCGAACAAGG 

GCGTCAACCCGGACGAGGTGGTCGCCGTCG GCGCCGCGCTGCAAGCCGGCGTGCTCAAG 

GGCGAACGCAAAGACGTGCTGCTCATCGACGTCACCCCGCTTTCCCTCGGCATCGAAACC 

AAGGGCGGCGTGATGACCAAGCTGATCGAGCGGAACACCGCGATTCCGACCAAGCGGTC 

CGAGACCTTCACCACGGCGGACGACAACCAGCCTTCGGTGGCCATCCAGGTGTTCCAAGG 

CGAGCGCGAGTTCACCCGGGACAACAAGCCGTTGGGCACCTTCGAACTGACCGGCATCG 

CACCGGCTCCGCGCGGCGTGCCGCAGGTCGAAGTCACCTTCGACATCGACGCCAACGGCA 

TCGTGCACGTGTCGGCCAAAGACAAGGGCACCGGCAAGGAGCAGTCGATGACCATCACC 
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GGCGGTTCCTCGCTGTCCAAGGAAGACATCGAGCGCATGGTCCK:cr TACGCCGAGG^ 

CGCTGCAGAGGACAAGGCCCGGCGCGAGCAGGCCGAGGCCCGCAACAGCGCCGAGCAGC 

TGGCGTACTCGGTGGACAAGATCCTCACCGACAATGACGACAAGCTGCCGGAAGAGGTC 

AAGACGGAGGTCAAGGCCGACGTCGGGGC GCTCAAGACCGCGCTGGCCGGCACCGATGA 

GGACGCGGTCGAGGCGGCCTCGGAGAAGCTGCAGGCTTCGCAGACCAAACTCGGCGGAG 

CGATTTACGCTTCGGCCCAGGCCGAGGGTGCCGCCGCTGCCGGTGACGCCCCGAGCGAAG 

GTGCCAAGCCCGACGAAGACATCGTCGACGCCGAGATCGTGGACGAAGAAGAACCGAAG 

AACGAGAAGAAG TAGTCATGTCCGACCAGAGCCAATCTGATCAGGGCCGCAACCCCGAA 

AAAGACGAAACCGACGTGGACCCGGCAACGGGTCCCGCCGGGGACGTTCCGGAGGAGCA 

GGATCCTTTGGCGCAAGTCGAAGACATCCTGAACAATGCCGAGGTGCCCGCCGACGAGTC 

GGTGGCCCAGGGCGCCGGGCAGGTGGATGCCGCAGAACTCAAGAACGATCTGCTGCGCT 

TGCAGGCCGAATACGTGAACTACCGCAAACGCGTCGAGCGGGACACCAGCCCGGGCCGT 

CGACCACGCGTGCCCTATAGTAAGGGC 
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Fig.2 SEQ ID NO: 2. Predicted amino acid sequence of Arthrobacter t\sp70 



MSRAVGIDLGTTNSWSVLEGGEPWIANAEGGRTTPSWAFSKSGEVLVGEIAKRQAVNNI 

DRTIASVKRHIVIGTDW7VGIDDKKYTAQEISARTLIVJKLKNDAESYLGEKVTDAVITVPAYFND 

AERQATKEAGEIAGLNVLRIVNEPTAAALAYGLDKGKEDELiLVFDLGGGTFDVSLLEVGKDD 

DGFSTIQVRATSGDNRLGGDDWDQRIVDYLLNQLKVKGIDLSKDKIALQRLREASEQAKKEL 

SSATSTNISLQYLSVTPDGPVHLDEQLTRAKFQELTADLLERTKKPFQDVIAEAGIKVSDIDHI 

VLVGGSTRMPAVTELVKQU^GGKEPNKGVNPDEWAVGAALQAGVLKGERKDVLLIDVTPL 

SLGIETKGGVMTKLIERNTAIPTKRSETFTTADDNQPSVAIQVFQGEREFTRDNKPLGTFELT 

GIAPAPRGVPQVEVTFDIDANGIVHVSAKDKGTGKEQSMTITGGSSLSKEDIERMVADAEAH 

AAEDKARREQAEARNSAEQLAYSVDKILTDNDDKLPEEVKTEVKADVGALKTALAGTDEDA 

VEAASEKLQASQTKLGGAIYASAQAEGAAAAGDAPSEGAKPDEDIVDAEIVDEEEPKNEKK 



predicted pl= 4.70 / predicted size= 66 kDa 



